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RAW SEQUENCE LISTING 

iATKNT APrLlCAT ION: US/10/009 , 792A 



DATK: (;4/o:3/::!K):^ 

TlKi-:: 1A:2b:.<'> 



Input Set : A:\HYLEE60.001.TXT 

Output Set: N:\CRF4\04032003\J009792A.raw 



C--> 



7 

8 

n 

] 3 
14 

1 6 
1 7 

1 9 

2 0 

2 4 
26 
27 
28 
29 
31 

3 2 

3 5 
36 
37 
40 
41 
42 

4 3 
4,S 
46 
48 

4 9 
51 
32 
I". 3 
b4 
56 
57 

5 9 
1,0 
t)2 

6 3 
b4 
65 
b7 



<110: 



<120> Tl 



<130> 

< 1 4 0 :> 
<141> 

<150> 
<151 

< 1 5 0 > 

< 1 5 1 > 
■^.1 60> 
<170.> 
<210> 
<211:> 
<212> 
<213> 
<220> 
<223> 
<4 00> 



AP PL I CANT : LKK , Sanq - Vup 
JF.ONG, Ki-Juri 

ILF, OF INVF.NTTON: [•::;CHER1 Cll I A COLI STRAIN SECRETING HUMAN 
(.;RANUL0CYTF. colony stimulating factor (G-CSF) 
FILE REFERENCE: HYLEE60 . 00 1 APG 
CURRENT APPLICATION NUMBER: US 10/009, 792A 
CURRENT FILING DATE: 2002-10-29 
PRIOR APPLICATION NUME3ER: PCT/KROl /0054 9 
PRIOR FILING DATE: 2001-03-31 

PRIOR APPLICATION NUMBER: KR 10-2000-0017052 

PRIOR FILING DATE: 2000-03-3] 
NUMBER OF SEQ ID NOS : 27 

SOFTWARE: FastSEQ for Windows Version 4.0 



1 



SEQ ID NO 
LENGTH: 13 
TYPE: PRT 

ORGANISM: Artificial 
FEATURE : 

OTHER INl-'ORMATION 
SEQUENCE: 1 



ENTERED 



Ala Gly Pro His His His 



Sequence 
01 i gopept i d* 
His His His 



1 



<210> 

<211> 
<212> 
<213> 
<220> 
<2 2 3> 
<400> 



1 1 e 
I 0 



Glu Gly Arg 



SEQ ID NO: 2 
LENGTH: 29 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE: 

OTHER INFORMATION: Primer 
SEQUENCE: 2 
gcgaattcat ggctggacct gccacccag 

<210> SEQ ID NO: 3 
LENGTH: 32 
TYPE: DNA 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Primer 
SEQUENCE: 3 
gcgqatcirtt attac^qgctg ggcaaggtgg eg 
<210> SEQ ID NO: 4 
LENGTH: 1)0 
I'YPE: DNA 

ORGANISM: Artificial ScMj^uenci^ 
I'EATURE: 



2 9 



<^21 ] > 
<212> 
<213> 
<220> 
<223> 
<4 00> 



< 2 n > 

<212> 
<21 3> 
<2 20 ■• 
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RAW SEQUENCE LISTING DATE: 04 /()3/;:00:3 

PATt'.NT APPLICATION: US/10/009 , 792A TIMK: 14:;:6:35 



:r.pi:t .'.•ct : A:\HYLEE60.001.TXT 

Output S>-t : N:\CRF4\04032003\J009792A.raw 

.-;>:> 01'HV.R INFORMATION: Primer 

7;) 4 0(i> ;;F,(,)UENri-; : 4 

71 ti'ct.cij;^gqt ■ ig>'cirMqol t. qt tigqtg'-jrd c.-i<M(K_-t..t cl crc-tciq.K^ct.jc bO 
7^ -wno:- ;'F(.) no: b 
7 4 l.ENCrrii: ;.0 

7!) <71l2> TYPF: DNA 

7 6 <2I3> ORGANISM: Artificial Sequence 

7 8 <220> FEATURE: 

74 <223> OTHER ] N l^'ORMAT I ON : Primer 

81 <4 00> SEQUENCE: b 

82 gctgt. g("Cdi; cccqacjqaqc t.gqtgctqct cqgacact.ct: ctqgqcatc^c; bO 

8 4 <210> S)EQ ID NO: 6 

85 <211> LENGTH: bO 

86 <212> TYPE: DNA 

8 7 <213:> ORGANISM: Artificial Sequence 

89 <220> FEATURE: 

90 <223> OTHER INFORMATION: PriiTier 

92 <4 00> SEQUENCE: 6 

93 ctqgctgqgq cagctgctca qqqqaqccc^a gqcjgatgccc agagaqtqtc 50 

95 <210> SEQ ID NO: 7 

96 <211> LENGTH: 48 

97 <212> TYPE: DNA 

98 <213> ORGANISM: Artificial Sequence 

100 <220> FEATURE: 

101 <223> OTHER INFORMATION: Primer 

103 <400> SEQUENCE: 7 

104 aqcagctgcc ccagccagqc cctgcagctg gcagqctqct tgagccaa 48 

106 <210> SEQ ID NO: 8 

107 <211> LENGTH: 32 

108 <212> I'YF'E: DNA 

109 <213> ORGANISM: Artificial Sequence 

111 <220> FEATURE: 

112 <223> OTHER INFORMATION: Primer 

114 <400> SEQUENCE: 8 

115 gaattcatat gacccccctg ggccctgcca gc 32 

117 <210> SEQ ID NO: 9 

118 <211> LENGTH: 32 

119 <212> TYPE: DNA 

120 <213> ORGANISM: Artificial Sequence 

122 <220> FEATURE: 

123 <223> OTHER INFORMATION: Primer 

125 <4 00> SEQUENCE: 9 

126 gaattcatat gactccgtta ggtccagcca gc 32 

128 <2in> SFQ ID NO: 10 

129 <211> 1,FNGTH: 3 3 

130 <212> TYPE: DNA 

131 <213> ORGANISM: Artificial Set^uence 

133 <220> FEATURE: 

134 <223> OTHER I NI'ORMAI'I ON : P'rimrjr 
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RAW SEQUENCE LISTING DATE: 04/03/2003 

PATLNT APPLICATION: US/10/009 , 792A TIML:: l'3:2b:35 



Input Set : A:\HYLEE60.001.TXT 

Outpu; S. t : N:\CRF4\04032003\J009792A.raw 

Km.) •;,4l)0> SKgUKNCK: jO 

137 (jqacit t i;ac;a tqt. t. tfKjqt. t t d<idd.i<jad.i 1. 1 i ■ 
13M <.2jO> SEQ id NO: ]1 
]4() <21l> LENGTH: 2 9 

141 <212> TYPK: DNA 

142 -O'l:^;-- ORGANIGM: Aitilici.il r.cquciice 
144 <220> I--EA'1'URE : 

141.) <223> OTHER INFORMATION: Primer 

147 <400> SEQUENCE: 11 

14H gqctggacct. aacggaqtt(5 cagaggcgg 

150 <210> SEQ ID NO: 12 

151 <211> LENGTH: 33 
1'j2 <212> TYPE: DNA 

153 <213> ORGANISM: Artificial Sciquejnce 

155 <220> FEATURE: 

156 <223> OTHER INFORMATION: Primer 

158 <4 00> SEQUENCE: 12 

159 g(7aaccgcct ctqcaactcc gttagqtcca gcc 

161 <2]0> SEQ ID NO: 13 

162 <211> LENGTH: 33 

163 <212> TYPE: DNA 

164 <2I3> ORGANISM: Artificial Sequence 

166 <220> FEATURE: 

167 <223> OTHER INFORMATION: Primer 

169 <4 00> SEQUENCE: 13 

170 gcgaattctt taaagccacg ttgtgtcctc aaa 
172 <210> SEQ ID NO: 14 

17 3 <211> LENGTH: 3 6 
174 <212> TYPE: DNA 

1/b <213> ORGANISM: Artificial Sequence 

177 <220> FEATURE: 

178 <223> OTHER INFORMATION: Primer 

180 <400> SEQUENCE: 14 

181 gcgaattctt taaattagaa aaactcatcg agcatc 

183 <210> SEQ ID NO: 15 

184 <211> LENGTH: 39 
18b <212> TYPE: DNA 

186 <213> ORGANISM: Artificial Sequence 

188 <220> FEATURE: 

189 <223> OTHER INFORMATION: Primer 

191 <400> SEQUENCE: 15 

192 caccatcacc alatcqaacjc^ ccgtactccg ttaggtcca 

194 <210> SEQ ID NO: 16 

195 <211> LENGTH: 41 

196 <212> TYPE: DNA 

197 <213> ORGANISM: Artificial Sequence 
199 <22 0> FEATURE: 

2 0 0 < 2 2 3 > OT H K R 1 N FO KMAT ION: P r i nu.i i 
202 <400> SEQUENCE: 16 
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RAW SEQUENCE LISTING DATE: 0 4 / 0 3 / 0 !) i 

PATl'.NT APPLU'ATION: US/10/009 , 792A T I MM : ]4:26:3'j 



Ir^put: Set : A:\HYLEE60.001.TXT 

Output Set: N:\CRF4\04032003\J009792A.raw 



>: 0 3 q d L >:i t_ I J q t I J a t q < j t. (^ 1 1. q q t qcq q q c c a qc t. cj c m { j < s g q c; q 

:-c': <2io • GKC ID lici y 

;:0G <211:- LHNGTH: b()7 

207 <.2]2> TYPE: DNA 

208 <2]3> ORGANISM: ilomo sapions 

210 <4 00:- ;'EgUENCF,: 1"/ 

211 atgqctcjqac ct qcca ( 'crca gaqccccatq aaqi^tqatqq 

212 agtqcactct gqacaqtgca ggaaqcc^acc cc-cctqqgcc 

213 agcttct.'tgc tcaaqiqctt aqaqcaaqtq aqiqaaqatcc 

214 caggaqaagc tggcagqctg cttqagccaa ct.ccatagcg 
2lb ctcctqcagg ccctqgaagq gatc.-tccccc gaqttyggtc 

216 ctgcjacvqtcq ccgactttqc cacca(7r:atc tgq<^aqcaga 

217 cctqccctqc aqci^caccca qqqtqt'i";atg ccqqc;cttcg 
21 H qcagqaqgqg tcctaqttgc ctcccatctg cacjagcttcc 
219 cta("qri"acc ttqcccagcc ctaat.aa 

221 <210:- SEQ ID NO: 18 

222 <211> LENGTH: Gib 

223 <212> TYPE: DNA 

224 <213> ORGANISM: Homo sapiens 

226 <400> SEQUENCE: 18 

227 atqqctqqac ctqc<_:accca qagccccatq aaqctqatqq 

228 agtgcactct ggacaqtqca qqaagccacc cccctggqcc 

229 agcttcctgc tcaagtgctt agagcaagtq aqgaaqatcc 

230 caggaqaagc tgtgtgccac ctacaagctg tgccaccccg 

231 cactctctgg gcatcccctg ggctcccctg agcagctgcc 

232 gcaggctgct tqagccaact ccatagcggc cttttcctct 

233 ctqgaaqgga tctcccccga gttqgqtccc accttggaca 

234 qactttqc'ca ccaccatctq qcaqcagatq (jaaqaactgq 
23b cccacccaqq gtqccatqcc qqcc:ttcgcc t.ctcjctttcc 

236 ctagLtqfct cccatctgca gagct:tc:ctg gaggt.gtcgt 

237 gcccagccct aataa 

239 <210> SEQ ID NO: 19 

240 <211> LENGTH: 174 

241 <212> TYPE: PRT 

242 <213> ORGANISM: Homo sapiens 
244 <400> SEQUENCE: 19 

24 5 Thr Pro Leu Gly Pro Ala Sor Ser Leu Pro Gin 

246 1 5 10 

247 Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp 

248 20 25 

24 9 Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His 

250 35 4 0 

251 Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala 
2 52 5 0 5 5 

253 Pro Ser Gin Ala Leu Gin 

254 65 70 

255 Gly Leu Phe Lou Tyr Gin 
2 b 6 8 b 
2,5 7 



4 1 



CA~c t: (jca qc t 
ct,qcc;agct c 
acjqqcqatgg 
gccttttcct 
ccaccttgga 
tggaagaact 
cctctgcttt 
tqqaggtgtc 



qct <]c:tqtgq 
c c t q c c c c a q 
cqcaqcgct c 
ct a(.:cagqqq 
cdcactgcaq 
gggaatgqcc 
ccaqcgccgq 
gtaccgcgtt 



ccct qcaqc t 
ctqccaqctc 
aqqqcqatqq 
aggaqctggt 
ccagccaggc 
accaggggct 
cai;tgcagct 
qaatqgcccc 
agcgccgggc 
accgcgttct 



g c t q c t q t q q 
cctqccccaq 
cqcagcgctc 
gctgctcgga 
cctgcagctg 
cctgcaggcc 
ggacqtcgcc 
t qccnt gna q 
aggaggggtc 
acgccacct t 



Leu A,l a Gly Cys Leu 
7 5 

Gly Leu Leu C;ln Ala 
90 

Pro r;iu Leu Gly Pro Thr Leu Asp Thr Leu Gin 



Sor Phe Leu Leu Lys 
1 5 

Gly Ala Ala Leu Gin 
30 

Pro Glu Glu Leu Val 

45 

Pro Leu Ser Ser Cys 
60 

Ser Gin Leu His Ser 
80 

Leu Glu Gly He Ser 
9 5 

Leu Asp Va.l Ala Asp 



60 
120 
1 8 0 
24 0 
30 0 
360 
420 
480 
507 



(.0 
1 20 
180 
24 0 
300 
360 
420 
480 
54 0 

60 0 

61 5 
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RAW SEQUENCE LISTING DATE: 04/0.3/2()03 

PA'JEN'j^ APPLICATION: US/10/009 , 792A T I ML : "4:26:35 



IrifHJt Set : A:\HyLEE60.001.TXT 

(Vdtput Set: N:\CRF4\04032003\J009792A.raw 

2 3'-^ iO(; 105 11(1 

254 phe Ale. Thr Thr lie Trp I'.ln ein Mot Gi u I'llu U;u Gly Mot Ala Fr-o 

2 GO 115 120 12L5 

2bl Alia Leu GJn Pro Thr Gl r; Gly "Li M.-t Pro Ala P'he Ala Set Ala Phe 

2b2 130 135 14 0 

263 Gin Arq Arg Ala Gly Gly Val Leu V.il Ala Se-r. Hi.-, Leu (',] r. i.'i-r I'he- 

264 145 15(j l!i5 1 6C 

265 Leu t^lu Val Ser Tyr Arq Val Leu Arg His Leu Ala Gin Pro 
2 66 165 170 

2 69 <210> SEQ ID NO: 2 0 
2 70 <-211> LENGTH: 531 

271 <212> TYPE: DNA 

272 <213> ORGANISM: Honio sapiens 
2-/ 4 < 400> SEQUENCE: 20 

275 at;gaccecce t ggqccctqe e'agct ecc I g ec(M-^a(]aqcL tcctgcteaa gt gct,taqag 60 

276 c^aagtgagga agat_ccagqq e-qalggcgea gc-qctecagg aqaagctqtg tgccacct-.ae 120 

277 aagctgtgcc accccgagga gcLqgtgct.g ctcggacact ctctgggcat cccctgggct 180 

278 cccctgagca qctgccccag ccagqecct_g cagctqgcag gctgcttqag ccaactccat 24 0 
274 agcqgccttt tcct ctacca (^gcjqct cct^g caggccct.gg aaqggatctc ccccgagttq 300 

280 ggtcccacct t;ggacaca<n; (jcagctgqac qtcgccgact ttgccaccac catct ggcag 360 

281 cagatggaag aactgggaat ggcccctgcc ctgcaqccna cccagggtgc catgccggcc 4 20 

282 Ltcgcctctg ctt1;ccageg ccgggcagga ggqgLcctag ttgcctccca tctgcagagc 4 80 

283 t^tcctggagg t.gtcgtaccg cgttct.acgc caccttgccc agccctaata a 531 

285 <210> SEQ ID NO: 21 

286 <211> LENGTH: 175 

287 <2]2> TYPE: PRT 

288 <213> ORGANISM: Homo sapiens 

290 < 4 00> SEQUP".NCE: 21 

291 Met Thr Pro Leu Gly Pro Ala Ser Ser Lena Pro Gin Ser Phe Leu Leu 
2 92 1 5 10 15 

293 Lys Cys Leu Glu Gin Val Arg Lys lie Gin Gly Asp Gly Ala Ala Leu 

294 20 25 30 

295 Gin Glu Lys Leu Cys Ala Thr Tyr Lys Leu Cys His Pro Glu Glu Lou 

296 35 40 45 

297 Val Leu Leu Gly His Ser Leu Gly lie Pro Trp Ala Pro Leu Ser Ser 

298 50 55 60 

299 Cys Pro Scr Gin Ala Leu Gin Leu Ala Gly Cys Leu Ser Gin Leu His 

300 65 70 75 80 

301 Ser Gly Leu Phe Leu Tyr Gin Gly Leu Leu Gin Ala Leu Glu Gly lie 

302 8 5 90 95 

303 Ser Pro Glu Lou Gly Pix) Thr Leu Asp Thr Leu Gin Leu Asp Val Ala 
30 4 100 105 110 

305 Asp Phe Ala Thr Thr lie Trp Gin Gin Met Glu Glu Leu Gly Met Ala 

306 115 120 125 

307 I'ro Ala Leu Gin Pro Tlir Gin Gly Ala Met Pro Ala Ph<- Ala Ser Ala 

308 130 135 140 

309 I'he Gin Arq Arg Ala Gly (Uy Val Leu Val Ala Ser His Leu (]ln Ser 

310 145 150 155 160 

311 Phe Leu G.l'.j Val Ser Tyr Arg Val Leu Arg His Leu Ala Gin Pro 
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VERIFICATION SUMMARY DATE: 0 4 / 0 3 / 0 0 3 

PATENT AF'ELICATJON: US/10/009 , 792A TIME: 14:26:3b 

:nr,ut :;et : A:\HYLEE6G.001.TXT 

Output .Sol : N:\CRF4\04032003\J009792A.raw 

L:14 M:;:7] C: ("uricriL !•'] I i nu Date (iili(;rs, Kcplaiu;d Current Kiliriy Date 
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